Experimental
Crystal data Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.091 S = 1.11 2836 reflections 185 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.22 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) Symmetry codes: (i) Àx þ 1 2 ; Ày þ 1 2 ; z; (ii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: PLATON (Spek, 2009). Sheldrick, G. M. (2008) . Acta Cryst. A64, 112-122. Spek, A. L. (2009) . Acta Cryst. D65, 148-155. Xu, L.-Z., Yang, S.-H., Zhu, C.-Y., Li, K. & Liu, F.-Q. (2005) . Acta Cryst. E61, o259-o260. (Jagodzinski, 2003) . Moreover, thioamides are important ligands in the field of coordination chemistry (Lebana et al., 2008) . Several synthetic reports on thioamides have been published involving the uses of Lawesson's regent (Cava & Levinson, 1985) and phosphorus pentasulfide (Bauer & Kuhlein, 1985) . Our ongoing research involves the development of newer synthetic methodologies for heterocyclic compounds (Patil et al., 2011; Deshmukh et al., 2009) . The crystal structure of the title compound is described herein.
The molecular structure of the title compound (I) is shown in Fig. 1 . The bond lengths (Allen, et al., 1987) 
Refinement
Hydrogen atom H11 bonded to O1 was located in a difference Fourier map and was refined independently with an isotropic displacement parameter. All other H atoms were positioned geometrically and were treated as riding on their parent atoms, with C-H = 0.93 Å, N-H = 0.86Å and U iso (H)=1.2U eq (C,N). 
Computing details

Figure 1
The molecular structure of (I) with displacement ellipsoids drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radii.
Figure 2
Part of the crystal structure with hydrogen bonds shown as dotted lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.31822 (2) 0.16889 (5) 
